ABSTRACT Mycobacterium shimoidei, a slow-growing, nontuberculous mycobacterium initially isolated from a Japanese man, is a rare opportunistic lung pathogen. The 4,842,631-bp draft genome of M. shimoidei strain P7336 exhibits a 65.7% GϩC content, 4,643 protein-coding genes, and 57 predicted RNA genes, including 49 tRNAs, 7 rRNA operons, and 1 transfer-messenger RNA.
and 20.6% with M. haemophilum strain DSM 44634. These data confirm that strain P7336 belongs to the species M. shimoidei and suggest that this species does not belong to any currently described complex in the Mycobacterium genus.
Data availability. The draft genome sequence of M. shimoidei strain P7336 has been deposited in GenBank under the accession number UEGW00000000. The raw reads are publicly accessible at http://www.mediterranee-infection.com/article.php ?larefϭ1067.
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